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Tom Loosli, PhD student, 
Institute of Medical Virology
University of Zurich
Zurich





Risk factors associated with DTG resistance
Resistance 
less likely

Resistance
more likely

► DTG resistance is currently rare in
people experiencing virologic failure on a
DTG-based regimen.

► Main Risk-factors decrease the generic
barrier to resistance of the DTG-based
regimen.

• Effect of all INSTI DRMs can be inferred
with the Stanford drug resistance
algorithm.

• Model: Ordinal logistic regression for DTG
resistance levels (susceptible, potentially
low, low, intermediate, high). Random
effect for cohorts.

Conclusion:



DTG Resist study in context

WHO report Ongoing prospective study in Low- and Middle-income countries

Last updated on 26. August 2024
The world map is imported from the public domain Natural Earth project



Dr. Jennifer A. Brown, PhD
Department of Clinical Research
University of Basel
Basel



Lancet Glob Health. 2024 Aug;12(8):e1312-e1322. Prize winner: Dr. Jennifer A Brown

World Health Organization 2021

Does availability of resistance

testing improve management

and outcomes among children

& adolescents with HIV 

viraemia while taking ART?



GIVE MOVE trial design
Multicenter, randomized, controlled, open-label, superiority trial in Tanzania & Lesotho

Children & adolescents 6mo 
to 19yrs; taking unchanged 

ART ≥6 mo; HIV-1 RNA 
≥400c/mL <4 months ago

(N = 284)
Adherence 

support and 
follow-up VL

(New) onward treatment
(N=144)

Genotypic 
Resistance Testing 

& 
recommendation

<12 wk Wk 36

Primary Endpoint: 
Death, 

hospitalisation, 
new WHO 

clinical stage 4 
event, not having

VL <50c/mL
(New) onward treatment

(N=140)



GIVE MOVE trial results
Analysis and endpoint Usual care arm GRT arm Risk difference (95% CI)

Primary endpoint (mITT)* 73/140 (52.1%) 67/144 (46.5%) -0.06 (-0.17-0.06)
Viral load ≥50 c/mL
(among those with a result at 36
weeks)

66/133 (49.6%) 61/138 (44.2%) -0.05 (-0.16-0.07)
* death, HIV-/ART-related hospitalisation, WHO stage 4 event, viral load ≥50 copies/mL at 36 weeks

− Resistance testing and expert recommendation alone do not significantly improve clinical & virological
outcomes among children & adolescents with HIV viraemia while taking ART

− Main driver of ongoing viraemia: poor adherence



Dr. Philipp Jent
Universitätsklinik für Infektiologie
Inselspital Bern



JAMA.2024;332(7):541-549.
Doi: 10.1001/jama.2024.8531 Contact: philipp.jent@insel.ch

Twitter/X: @phips81



Background
2016: WHO SSI guideline favours chlorhexidine gluconate
over povidone iodine for preoperative skin antisepsis, 
based on meta-analysis – debated:
• Included studies considered to be low quality
• 1 study with low alcohol content (23%)
• 2 studies with unknown alcohol content
• 2 studies with just one SSI each

Maiwald et al. Lancet ID 2017





Dr. Benjamin Meyer, 
Département de Pathologie et d’Immunologie 
Centre Médical Universitaire
Genève



SARS-CoV-2: Mucosal Antibody response
Study cohort



Only SARS-CoV-2 infection induces mucosal sIgA response
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Pearson r = 0.75
p < 0.0001

Anti Spike IgA Anti Spike IgG

Only IgA is mainly 
locally produced
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Anti Spike IgA Anti Spike IgA

SARS-CoV-2 
infection induces 
secretory IgA
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SIgA mediates SARS-CoV-2 neutralization at the nasal mucosa

Olha Puhach

Centre of Vaccinology

Centre of Emerging Viral diseases



Dr. Lisandra Aguilar Bultet
Departement Biomedizin
University of Basel



Goal: To investigate long-term genetic diversity of ESBL-Enterobacterales in individual 
patients over time (up to 10 years).

ESBL-Klebsiella pneumoniae species 

complex:
19 x and 76 x

ESBL-Escherichia coli: 61 x and 284 x 

Icons from BioRender.com 

Methods: 



ESBL isolates per patient over time

 Median strain persistence: 11 months (range 1 –

112.7)

 Median SNP differences in same strain: 7 (IQR 4.0 

– 12.0)

 ESBL- plasmid persistence: in >86% of the patients

 Median strain persistence: 7.6 months (range 2.4 –

56.7)

 Median SNP differences in same strain: 7 (IQR 4.3 

– 9.0)

 ESBL- plasmid persistence: in 85% of the patients

K. pneumoniae species complex

E. coli

K. 
pneumoniae

E. 
coli

ESBL-plasmid 
shared in 28.7% of 
patients with both 
species



Conclusions

 The diversity of ESBL-K. pneumoniae species complex and E. coli within patients is low and

patients may remain colonized with the same strain for up to 5 or 9 years, depending on the

species.

 ESBL-plasmids are shared between isolates regardless of chromosomal relatedness.

 Patients could be durable reservoirs for ongoing transmission of ESBLs and their long

colonization could increase their risk of recurrent infections.

THANK YOU



Dr. Stéphanie Bibert
Service des maladies infectieuses
CHUV
Lausanne



WW domain containing E3 ubiquitin protein ligase 2 (WWP2)
R841H, NM_007014.4:c.2522G>A (heterozygous)

• very rare (MAF=1.2 x 10-5 )
• predicted major impact on protein structure



Rescue of antiviral immunity in iPSCs-derived neurons



Conclusion

Fondation 
Santos Suarez

• Novel heterozygous missense WWP2 variant associated with HSE

• Impaired TLR3-IFN signaling with enhanced susceptibility to HSV-1 infection

• CRISPR-Cas9 technology 
- mutant-> WT: rescue of IFN-mediated immune function in the patient
- WT > mutant:  decrease of IFN-mediated immune function in WT individual

• Gain of function mutation in a protein that is not directly involved in this pathway, 
but rather contribute to its regulation



Group photo of the award winners
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